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[I-1 Introduction

While the “web-alignment” this year has grown to 2504 full-
length genomes, the compendium alignment herein has strict
page limitations. The selection here was made such that sub-
types A-G, CRF’s 01 and 02, and CPZ are represented with
one sequence from most countries where the subtype has been
sequenced. Priority was given to more recently sampled se-
quences to reflect the current pandemic diversity. For the rare
subtypes H-K and groups N-P most available sequences are in-
cluded, and for CRF’s 03 and up, one representative is included.
Unique recombinant forms and unclassified sequences are not
included. This resulted in 199 sequences of HIV-1/SIVcpz from
all over the world.

The HXB?2 sequence (accession K03455) is the master se-
quence in this alignment. This is also the genome coordinate
standard used throughout the HIV Database. The alignment was
generated by MAFFT v7.157b (E-INS-i with gap open penalty
2.0) accessed at http://mafft.cbrc.jp/alignment/
server/. The alignment was subsequently codon-aligned us-
ing GeneCutter, followed by a few manual edits to fix obvious
misalignments. The alignment presented cannot be considered
an “optimal alignment” to any single criterion; it is a compro-
mise between optimal alignment, readability, and codon align-
ment. Most gaps have been introduced in multiples of 3 bases to
maintain open reading frames when the alignment is translated.

Also part of this nucleotide alignment is a translation to pro-
tein sequence based on the HXB2 sequence; the HIV genome
has many overlapping coding regions, and all are shown. For
more complete annotation of functional domains, see the pro-
tein sequence alignments in Chapter V.
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1I-2 Annotated features

Features of HIV-1 annotated in the alignment that follows.

- Feature Location
< 5’ LTR U3 start 1
- TCF-1 alpha 315-329
g NF-k-B-II 350-359
S NF-k-B-I 364-373
3 Sp1-III 375-386
’ Sp1-II 388-397
Spl-I 398-408
TATA Box 427-431
TAR element start 453
5’ LTR U3 end 455
+1 mRNA start site 456
5’ LTR R repeat begin 456
TAR element end 513
Poly-A signal 527-532
5’ LTR R repeat end 551
5" LTR US start 552
Extensive secondary structure 568-605
5’ LTR U5 end 633
Lys tRNA primer binding site 634-653
Packaging loops begin 681
Packaging loops end 789
Gag and Gag-Pol start 790
Gag p17 Matrix end 1185
Gag p24 Capsid start 1186
Gag p24 Capsid end 1881
Gag p2 start 1882
Gag p2 end 1920
Gag-Pol fusion TF protein start 1921
Gag p7 nucleocapsid start 1921
Gag p7 nucleocapsid end 2085
Gag-Pol -1 ribosomal slip site 2085
Pol start 2085
Gag pl start 2086
Gag pl end 2133
Gag p6 start 2134
Gag-Pol TF end 2252
Pol protease start 2253
Gag p6 end 2292
Gag end 2292
Pol Protease end 2549
Pol p66 and p51 RT start 2550
p51 end and p66 RT continue 3869
Pol p15 RNAse H start 3870
Pol p66 RT, Pol p15 Rnase H end 4229
Pol p31 Integrase start 4230
Vif start 5041
Pol, Gag-Pol, and p31 integrase end 5096
Vpr start 5559
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Feature Location Page

Vif end 5619

frameshift insert in HXB2 5772

Vpr premature end (HXB2 only) 5795

Tat exon 1 start 5831

Vpr end 5850 &
Rev exon 1 start 5970 5
Tat Rev exon 1 end 6045 &
intron start 6046 o
Vpu start (ACG in HXB2) 6062 2
Vpu transmembrane domain start 6062 T
Vpu transmembrane domain end 6143

Env start 6225

Vpu end 6310

Env signal peptide end 6314

Env gp120 start 6315

V1 loop start 6615

V1 loop end 6692

V2 loop start 6696

V2 loop end 6812

V3 loop start 7110

V3 loop end 7217

V4 loop start 7377

V4 loop end 7478

V5 start 7602

V5 end 7634

Rev Responsive Element (RRE) region 7710

Env gp120 end 7757

Env gp41 start 7758

RRE end 8061

Env gp41 transmembrane domain 8277-8336

Tat Rev intron end 8378

Tat Rev exon 2 start 8379

Tat premature stop in HXB2 8424

Tat end 8469

Rev end (TAA) in some lineages 8605

Rev end 8653

Env gp41, gp160 end 8795

Nef start 8797

3’ LTR U3 start 9086

Nef premature end in HXB2 9168

TCF-1 alpha binding 9400-9414

Nef end 9417

NF-x-B-II 9435-9444

NF-«-B-I 9449-9458

Spl-1II 9462-9471

Spl-II 9473-9482

Spl-1 9483-9493

TATA box 9512-9516

TAR element start 9538

3’ LTR U3 end 9540

3’ LTR repeat start 9541

TAR element end 9599

Poly-A signal 9612-9617
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Feature Location Page
3’ LTR R repeat end 9636 156
3’ LTR US start 9637 156
3’ LTR U5 end 9719 156
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Sequences

II-3 Sequences

Sequences included in the HIV-1/SIVcpz complete genome alignment.

HIV-1/SIVcpz Complete Genomes

Name Accession  Country Author Reference
B.FR.83.HXB2 K03455 France Wong-Staal, F. Nature 313(6000):277-284 (1985)
A1.AU.03.PS1044_Day0 DQ676872  Australia Li, B. J Virol 81(1):193-201 (2007)
A1.CH.03.HIV_CH_BID_V3538 JQ403028 Switzerland Henn, M.R. PLoS Pathog 8(3):E1002529
(2012)
A1.ES.06.X2110 FJ670523 Spain Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
A1.IT.02.60000 EU861977  Italy Riva, C. ARHR 24(10); 1319-25 (2008)
A1.KE.11.DEMA111KE002 KF716474/ Kenya Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004
A1.RU.11.11RU6950 JX500694  Russia Baryshev, P.B. ARHR 30(6); 592-7 (2014)
A1.RW.11.DEMA111RW002 KF716472 Rwanda Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004
A1.SE.95.SE8538 AF069669  Sweden Carr, J.K. AIDS 13(14); 1819-26 (1999)
A1.TZ.01.A341 AY?253314,  Tanzania Arroyo, M.A. ARHR 20(8):895-901 (2004)
A1.UA.01.01UADN139 DQ823357  Ukraine Saad, M.D. ARHR 22(8):709-714 (2006)
A1.UG.11.DEMA110UG009 KF716486/| Uganda Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004
A1.ZA.04.04ZASK162B1 DQ396400  S. Africa Rousseau, C.M. J Virol Methods 136(1-2):118-125
(2006)
A2.CD.97.97CDKTB48 AF286238 D.R.C. Gao, F. ARHR 17(8):675-688 (2001)
A2.CM.01.01CM_1445MV GU201516/ Cameroon Carr, J.K. Retrovirology 2010 Apr 28;7:39
A2.CY.94.94CY017_41 AF286237  Cyprus Gao, F. ARHR 17(8):675-688 (2001)
B.AR.04.04AR 143170 DQ383750  Argentina Pando, M.A. Retrovirology 3 , 59 (2006)
B.AU.04.PS1038_Day174 DQ676871  Australia Li, B. J Virol 81(1):193-201 (2007)
B.BR.06.06BR1119 JN692480  Brazil Sanabani, S.S. PLoS ONE 6(10):E25869 (2011)
B.CA.07.502_1191_03 JF320424 Canada Rolland, M. Nat Med 17(3); 366-71 (2011)
B.CH.08.M2_0803101_NFLGS8 KC797225  Switzerland Castro, E. AIDS 2014 Jun 6
B.CN.10.DEMB10CNO002 JX140658 China Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004
B.CO.01.PCMO001 AY561236) Colombia Sanchez, G.I. Am J Trop Med Hyg 74(4); 674-7
(2006)
B.CU.99.Cul9 AY586542| Cuba Sierra, M. JAIDS 45(2):151-160 (2007)
B.CY.09.CY266 JF683807 Cyprus Kousiappa, 1. ARHR 27(11); 1183-99 (2011)
B.DE.O4. HIV_DE_BID_V4131 JQ403037 Germany Henn, M.R. PLoS Pathog 8(3):E1002529
(2012)
B.DK.07.PMVL_011 F1694790 Denmark Vinner, L. APMIS 119(8); 487-97 (2011)
B.DO.05.05DO_160884 EUS839597| Dominican Nadai, Y. PLoS ONE 4(3):E4814 (2009)
Republic
B.ES.10.DEMB10ES002 KC473842  Spain Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004
B.FR.11.DEMB11FR001 KF716496  France Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004
B.GE.03.03GEMZ004 DQ207940  Georgia Zarandia, M. ARHR 22(5):470-476 (2006)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=K03455
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ676872
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ403028
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ670523
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU861977
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716474
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX500694
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716472
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF069669
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY253314
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ823357
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716486
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ396400
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286238
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU201516
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286237
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ383750
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ676871
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN692480
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF320424
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC797225
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140658
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY561236
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586542
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683807
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ403037
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ694790
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839597
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC473842
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716496
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ207940
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Sequences

Name Accession  Country Author Reference
B.HT.05.05HT_129389 EU839602  Haiti Nadai, Y. PLoS ONE 4(3):E4814 (2009)
B.JM.05.05JM_KIJ108 EU839605/ Jamaica Nadai, Y. PLoS ONE 4(3):E4814 (2009)
B.JP.12.DEMB12JP001 KF716498  Japan Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004
B.KR.12.12KYY10_10742 KF561441 S. Korea Cho, Y.-K. Unpublished
B.NL.00.671_00T36 AY423387  Netherlands Geels, M.J. J Virol 77(23):12430-12440 (2003)
B.PE.07.502_2649_wg8 JF320019 Peru Rolland, M. Nat Med 17(3); 366-71 (2011)
B.PY.03.03PY_PSP0115 JN251906  Paraguay Eyzaguirre, L.M. Unpublished
B.RU.11.11RU21n JX500708  Russia Baryshev, P.B. Unpublished
B.TH.07.AA040a_WGl1 JX447156  Thailand Rolland, M. Nature 490(7420); 417-20 (2012)
B.TT.01.01TT_CRC50069 EU839608  Trinidad and  Nadai, Y. PLoS ONE 4(3):E4814 (2009)
Tobago
B.TW.94.TWCYS_LM49 AF086817  Taiwan Huang, L.-M. Unpublished
B.UA.01.01UAKV167 DQ823362| Ukraine Saad, M.D. ARHR 22(8):709-714 (2006)
B.US.11.ES39_42 KF384810|  United States  Salgado, M. J Virol 88(6); 3340-52 (2014)
B.UY.02.02UY_TSU1290 JN235958  Uruguay Eyzaguirre, L.M. Unpublished
B.YE.02.02YE507 AY795904  Yemen Saad, M.D. ARHR 21(7):644-648 (2005)
C.AR.01.ARG4006 AY563170/  Argentina Carrion, G. ARHR 20(9):1022-1025 (2004)
C.BR.07.DEMC07BR003 JX140663  Brazil Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004
C.BW.00.00BW07621 AF443088 Botswana Novitsky, V. J Virol 76(11):5435-5451 (2002)
C.CN.09.09YNLX133sg KC898996  China Han, X. PLoS ONE 8(5):E65337 (2013)
C.CY.09.CY260 JF683803 Cyprus Kousiappa, 1. ARHR 27(11); 1183-99 (2011)
C.ES.07.X2118_2 EU884500, Spain Fernandez-Garcia, =~ ARHR 25(1); 93-102 (2009)
A.
C.ET.02.02ET_288 AY713417  Ethiopia Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.GE.03.03GEMZ033 DQ207941  Georgia Zarandia, M. ARHR 22(5):470-476 (2006)
C.IL.98.981S002 AF286233  Israel Rodenburg, C.M. ARHR 17(2):161-168 (2001)
C.IN.09.T125_2139 KC156210  India Hora, B. Unpublished
C.KE.00.KER2010 AF457054  Kenya Dowling, W.E. AIDS 16(13):1809-1820 (2002)
C.MM.99.mIDU101_3 AB097871, Myanmar Takebe, Y. AIDS 17(14):2077-87 (2003)
C.MW.09.703010256_CH256.w96 KC156214, Malawi Hora, B. Unpublished
C.SN.90.90SE_364 AY713416/ Senegal Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.S0.89.89SM_145 AY713415 Somalia Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.TZ.08.707010457_CH457.w8 KC156220  Tanzania Hora, B. Unpublished
C.US.11.17TB4_4G8 KF526226/ United States Ho, Y.-C. Cell 155(3); 540-51 (2013)
C.UY.01.TRA3011 AY563169  Uruguay Carrion, G. ARHR 20(9):1022-1025 (2004)
C.YE.02.02YE511 AY795906/ Yemen Saad, M.D. ARHR 21(7):644-648 (2005)
C.ZA.07.704010042_CHO042_TF |[KC156123  S. Africa Hora, B. Unpublished
C.ZM.11.DEMC11ZM006 KF716467  Zambia Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004
D.CD.83.ELI K03454 D.R.C. Alizon, M. Cell 46(1):63-74 (1986)
D.CM.10.DEMD10CM009 JX140670  Cameroon Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004
D.CY.06.CY163 FJ388945 Cyprus Kousiappa, I. ARHR 25(8); 727-40 (2009)
D.KE.11.DEMD11KE003 KF716476/ Kenya Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004
D.KR.04.04KBHS8 DQO054367  S. Korea Cho, Y.-K. ARHR 29(4); 738-43 (2013)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839605
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716498
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF561441
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY423387
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF320019
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN251906
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX500708
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX447156
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU839608
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF086817
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ823362
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF384810
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN235958
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795904
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY563170
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140663
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF443088
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC898996
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683803
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU884500
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713417
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ207941
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286233
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC156210
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457054
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB097871
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC156214
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713416
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713415
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC156220
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF526226
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY563169
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795906
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC156123
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716467
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=K03454
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140670
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ388945
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716476
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ054367
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Name Accession  Country Author Reference

D.SN.90.SE365 AB485648  Senegal Takekawa, N. Unpublished

D.TD.99.MNO11 AJ488926  Chad Vidal, N. JAIDS 33(2):239-246 (2003)

D.TZ.01.A280 AY253311| Tanzania Arroyo, M.A. ARHR 20(8):895-901 (2004)

D.UG.11.DEMDI11UG003 KF716480, Uganda Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004

D.YE.02.02YES516 AY795907  Yemen Saad, M.D. ARHR 21(7):644-648 (2005)

D.ZA.90.R1 EF633445|  S. Africa Jacobs, G.B. ARHR 23(12):1575-8 (2007)

F1.A0.06.A0_06_ANG125 FJ900269 Angola Guimaraes, M.L. Retrovirology 6, 39 (2009)

F1.AR.02.ARE933 DQI189088|  Argentina Aulicino, P.C. ARHR 21(2):158-164 (2005)

F1.BE.93.VI850 AF077336,  Belgium Laukkanen, T. Virology 269(1):95-104 (2000)

F1.BR.07.07BR844 FJ771010 Brazil Sanabani, S.S. Virol J 2009 Jun 16;6:78

F1.CY.08.CY222 JF683771 Cyprus Kousiappa, I. ARHR 27(11); 1183-99 (2011)

F1.ES.11.DEMF110ES001 JX140671 Spain Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004

F1.F1.93.FIN9363 AF075703  Finland Laukkanen, T. Virology 269(1):95-104 (2000)

F1.FR.96.96FR_MP411 AJ249238 France Triques, K. ARHR 16(2):139-151 (2000)

F1.RO.96.BCI_R07 AB485658  Romania Takekawa, N. Unpublished

F1.RU.08.D88_845 GQ290462| Russia Fernandez-Garcia, ARHR 25(11):1187-1191 (2009)

A.

F2.CM.10.DEMF210CMO007 JX140673 Cameroon Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004

F2.CM.97.CM53657 AF377956,  Cameroon Carr, J.K. Virology 286(1):168-181 (2001)

G.BE.96.DRCBL AF084936  Belgium Oelrichs, R.B. ARHR 15(6):585-589 (1999)

G.CM.10.DEMGI10CMO008 JX140676 Cameroon Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004

G.CN.08.GX_2084_08 JN106043  China Liu, W. Zhonghua Liu Xing Bing Xue Za
Zhi 34(1); 53-6 (2013)

G.CU.99.Cu74 AY586547, Cuba Sierra, M. JAIDS 45(2):151-160 (2007)

G.ES.09.X2634_2 GU362882|  Spain Cuevas, M.T. ARHR 26(9); 1019-25 (2010)

G.GH.03.03GH175G AB287004  Ghana Takekawa, N. Unpublished

G.KE.09.DEMGO09KEQ001 KF716477, Kenya Sanchez, A.M. J Immunol Methods 2014 Jan 19
pii: S0022-1759(14)00014-3 doi:
101016/jjim201401004

G.NG.09.09NG_SC62 JN248593 Nigeria Charurat, M. J Infect Dis 2012 Feb 21

G.PT.x.PT3306 FR846409  Portugal Freitas, F.B. ARHR 2012 Sep 25

G.SE.93.SE6165_G6165 AF061642  Sweden Carr, J.K. Virology 247(1):22-31 (1998)

H.BE.93.VI991 AF190127  Belgium Janssens, W. AIDS 14(11):1533-1543 (2000)

H.BE.93.VI997 AF190128  Belgium Janssens, W. AIDS 14(11):1533-1543 (2000)

H.CF.90.056 AF005496 C.AR. Gao, F. J Virol 72(7):5680-5698 (1998)

H.GB.00.00GBAC4001 FI711703 United Holzmayer, V. ARHR 25(7):721-726 (2009)

Kingdom

J.CD.97.J_97DC_KTB147 EF614151] D.R.C. Abecasis, A.B. J Virol 81(16):8543-8551 (2007)

J.CM.04.04CMU11421 GU237072| Cameroon Yamaguchi, J. ARHR 26(6); 693-7 (2010)

J.SE.93.SE9280_7887 AF082394  Sweden Laukkanen, T. ARHR 15(3):293-297 (1999)

J.SE.94.SE9173_7022 AF082395  Sweden Laukkanen, T. ARHR 15(3):293-297 (1999)

K.CD.97.97ZR_EQTBI11 AJ249235 D.R.C. Triques, K. ARHR 16(2):139-151 (2000)

K.CM.96.96CM_MP535 AJ249239 Cameroon Triques, K. ARHR 16(2):139-151 (2000)

01_AE.AF.07.569M GQ477441  Afghanistan Sanders-Buell, E. ARHR 26(5):605-608 (2010)

01_AE.CN.10.CYMO059 JX112796  China Feng, Y. AIDS 27(11):1793-1802 (2013)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485648
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ488926
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY253311
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716480
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795907
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF633445
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ900269
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ189088
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077336
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ771010
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683771
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140671
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF075703
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249238
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485658
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ290462
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140673
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF377956
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF084936
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX140676
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN106043
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586547
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU362882
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB287004
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF716477
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN248593
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FR846409
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF061642
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF190127
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF190128
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF005496
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ711703
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF614151
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU237072
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082394
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082395
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249235
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249239
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ477441
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX112796
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HIV-1/SIVcpz Complete Genomes

Sequences

Name Accession  Country Author Reference
01_AE.HK.04.HK001 DQ234790 Hong Kong Tsui, S.K.W. Unpublished
01_AE.JP.x.DR0492 AB253423  Japan Sakamoto, Y. Unpublished
01_AE.TH.04.BKM DQ314732  Thailand Thitithanyanont, A.  Unpublished
01_AE.TH.09.AAllla_WGl1 JX448059  Thailand Rolland, M. Nature 490(7420); 417-20 (2012)
01_AE.TH.90.CM240 Us54771 Thailand Carr, J.K. J Virol 70(9):5935-5943 (1996)
01_AE.VN.98.98VNND15 FJ185235 Viet Nam Liao, H. Virology 391(1):51-56 (2009)
02_AG.CM.10.DE00210CM013  KF859739| Cameroon Sanchez, A.M. J Immunol Methods 2014 Jan 19

pii: S0022-1759(14)00014-3 doi:

101016/jjim201401004
02_AG.ES.06.P1261 EU786671| Spain Fernandez-Garcia, =~ ARHR 25(1); 93-102 (2009)

A.

02_AG.FR.91.DJ263 AF063223|  France Carr, J.K. Virology 247(1):22-31 (1998)
02_AG.GH.03.03GH181AG AB286855  Ghana Sakamoto, Y. Unpublished
02_AG.KR.12.12MHI11_10746 KF561437, S. Korea Cho, Y.-K. Unpublished
02_AG.LR.x.POC44951 AB485636/ Liberia Takekawa, N. Unpublished
02_AG.NG.x.IBNG L39106 Nigeria Howard, T.M. ARHR 10(12):1755-1757 (1994)
02_AG.SN.98.98SE_MPI1211 AJ251056,  Senegal Toure-Kane, C. ARHR 16(6):603-609 (2000)
02_AG.US.06.502_2696_FLO01 JF320297 United States  Rolland, M. Nat Med 17(3); 366-71 (2011)
03_AB.RU.97.KAL153_2 AF193276  Russia Liitsola, K. ARHR 16(11):1047-1053 (2000)
04_cpx.CY.94.94CY032_3 AF049337  Cyprus Gao, F. J Virol 72(12):10234-10241 (1998)
05_DF.BE.x.VI1310 AF193253  Belgium Laukkanen, T. Virology 269(1):95-104 (2000)
06_cpx.AU.96.BFP90 AF064699|  Australia Oelrichs, R.B. ARHR 14(16):1495-1500 (1998)
07_BC.CN.98.98CN009 AF286230, China Rodenburg, C.M. ARHR 17(2):161-168 (2001)
08_BC.CN.06.nx2 HMO067748 China Miao, W. Unpublished
09_cpx.GH.96.96GH2911 AY(093605 Ghana McCutchan, FE. ARHR 20(8):819-826 (2004)
10_CD.TZ.96.96TZ_BF061 AF289548  Tanzania Koulinska, I.N. ARHR 17(5):423-431 (2001)
11_cpx.CM.95.95CM_1816 AF492624  Cameroon Wilbe, K. ARHR 18(12):849-56 (2002)
12_BF.AR.99.ARMA159 AF385936/  Argentina Carr, J.K. AIDS 15(15):F41-F47 (2001)
13_cpx.CM.96.96CM_1849 AF460972  Cameroon Wilbe, K. ARHR 18(12):849-56 (2002)
14_BG.ES.05.X1870 FJ670522 Spain Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
15_01B.TH.99.99TH_MU2079 AF516184  Thailand Viputtijul, K. ARHR 18(16):1235-1237 (2002)
16_A2D.KR.97.97KR004 AF286239  S. Korea Gao, F. ARHR 17(8):675-688 (2001)
17_BF.AR.99.ARMAO038 AY037281  Argentina Carr, J.K. AIDS 15(15):F41-F47 (2001)
18_cpx.CU.99.CU76 AY586540  Cuba Thomson, M.M. AIDS 19(11):1155-63 (2005)
19_cpx.CU.99.CU7 AY894994)  Cuba Casado, G. JAIDS 40(5):532-537 (2005)
20_BG.CU.99.Cul03 AY586545 Cuba Sierra, M. JAIDS 45(2):151-160 (2007)
21_A2D.KE.99.KER2003 AF457051  Kenya Dowling, W.E. AIDS 16(13):1809-1820 (2002)
22_01A1.CM.01.01CM_0001BBY AY371159  Cameroon Kijak, G.H. ARHR 20(5):521-530 (2004)
23_BG.CU.03.CB118 AY900571  Cuba Sierra, M. JAIDS 45(2):151-160 (2007)
24 _BG.ES.08.X2456_2 FJ670526 Spain Cuevas, M.T. ARHR 26(9); 1019-25 (2010)
25_cpx.CM.02.1918LE AY371169] Cameroon Kijak, G.H. ARHR 20(5):521-530 (2004)
26_AU.CD.02.02CD_MBTB047 FM&877782| D.R.C. Vidal, N. ARHR 25(8):823-832 (2009)
27_cpx.FR.04.04CD_FR_KZS AMS851091| France Vidal, N. ARHR 24(2):315-321 (2008)
28_BF.BR.99.BREPM 12609 DQO085873  Brazil Sa Filho, D.J. ARHR 22(1):1-13 (2006)
29_BFE.BR.01.BREPM16704 DQO085876/ Brazil Sa Filho, D.J. ARHR 22(1):1-13 (2006)
31_BC.BR.04.04BR142 AY727527 Brazil Sanabani, S. ARHR 22(2):171-176 (2006)
32_06A1.EE.01.EE0369 AY535660, Estonia Adojaan, M. JAIDS 39(5):598-605 (2005)
33_01B.ID.07.JKT189_C AB547463  Indonesia SahBandar, I.N. ARHR 2010 Oct 19
34_01B.TH.99.0UR2478P EF165541|  Thailand Tovanabutra, S. ARHR 23(6):829-833 (2007)
35_AD.AF.07.169H GQ477446/| Afghanistan  Sanders-Buell, E. ARHR 26(5):605-608 (2010)
36_cpx.CM.00.00CMNYUS830 EF087994  Cameroon Powell, R.L. ARHR 23(8):1008-1019 (2007)
37_cpx.CM.00.00CMNYU926 EF116594/ Cameroon Powell, R.L. ARHR 23(7):923-933 (2007)
38_BF1.UY.03.UY03_3389 FJ213783 Uruguay Ruchansky, D. ARHR 25(3); 351-6 (2009)

20

HIV Sequence Compendium 2014


http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ234790
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB253423
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ314732
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX448059
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U54771
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ185235
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF859739
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU786671
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF063223
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB286855
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF561437
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485636
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L39106
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ251056
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF320297
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193276
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF049337
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193253
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF064699
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286230
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HM067748
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY093605
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF289548
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF492624
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF385936
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF460972
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ670522
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF516184
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286239
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY037281
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586540
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY894994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586545
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457051
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371159
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY900571
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ670526
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371169
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FM877782
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM851091
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ085873
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ085876
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY727527
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY535660
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB547463
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF165541
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ477446
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF087994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF116594
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ213783

Sequences HIV-1/SIVcpz Complete Genomes
Name Accession  Country Author Reference
39_BF.BR.04.04BRRJ179 EU735535/ Brazil Guimaraes, M.L. AIDS 22(3):433-435 (2008)
40_BF.BR.05.05BRRJ055 EU735537  Brazil Guimaraes, M.L. AIDS 22(3):433-435 (2008)

42 _BE.LU.03.luBF_05_03 EU170155/ Luxembourg  Struck, D. Unpublished
43_02G.SA.03.J11223 EU697904/ Saudi Arabia  Badreddine, S. ARHR 23(5):667-674 (2007)
44_BF.CL.00.CH80 FJ358521 Chile Delgado, E. ARHR 26(7); 821-6 (2010)
45_cpx.FR.04.04FR_AUK EU448295  France Frange, P. Retrovirology 2008 Aug 1;5:69
46_BF.BR.07.07BR_FPS625 HMO026456 Brazil Sanabani, S.S. Virol J 2010 Apr 16;7:74
47_BF.ES.08.P1942 GQ372987 Spain Fernandez-Garcia, ARHR 26(7); 827-32 (2010)
A.
48_01B.MY.07.07MYKTO021 GQ175883) Malaysia Li, Y. JAIDS 54(2):129-136 (2010)
49_cpx.GM.03.N26677 HQ385479  Gambia de Silva, T.I. Retrovirology 7(1):82 (2010)
51_01B.SG.11.11SG_HMO021 JN029801 Singapore Ng, O.T. ARHR 2011 Sep 23
52_01B.MY.03.03MYKLO018_1 DQ366664, Malaysia Tee, K.K. JAIDS 43(5):523-529 (2006)
53_01B.MY.11.11FIR164 JX390610  Malaysia Chow, W.Z. J Virol 86(20):11398-11399 (2012)
54_01B.MY.09.09MYSB023 JX390976  Malaysia Ng, K.T. J Virol 86(20):11405-11406 (2012)
55_01B.CN.10.HNCS102056 JX574661 China Han, X. Genome Announc 1(1):E00050-12
(2013)
57_BC.CN.09.09YNLX19sg KC899008  China Han, X. PLoS ONE 8(5):E65337 (2013)
61_BC.CN.10.JL100010 KC990124  China Li, X. Genome Announc 2013 Jun 27;1(3)
pii: €00326-13 doi:
101128/genomeA00326-13
O.BE.87.ANT70 1L.20587 Belgium Vanden J Virol 68(3):1586-1596 (1994)
Haesevelde, M.
0.CM.91.MVP5180 120571 Cameroon Gurtler, L.G. J Virol 68(3):1581-1585 (1994)
0.CM.98.98CMA104 AY169802 Cameroon Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.FR.92.VAU AF407418  France Vartanian, J.P. J Gen Virol 83(Pt 4):801-805
(2002)
0.GA.11.11Gab6352 JX245015  Gabon Liegeois, F. ARHR 2013 Mar 8
0.SN.99.99SE_MP1299 AJ302646  Senegal Toure-Kane, C. ARHR 17(12):1211-1216 (2001)
0.US.10.LTNP JN571034  United States  Buckheit, R.W.3. ARHR 30(6); 511-513 (2014)
N.CM.02.DJO0131 AY532635| Cameroon Bodelle, P. ARHR 20(8):902-908 (2004)
N.CM.04.04CM_1015_04 DQO017382  Cameroon Yamaguchi, J. ARHR 22(1):83-92 (2006)
N.CM.06.U14842 GQ324958 Cameroon Vallari, A. ARHR 26(1):109-115 (2010)
N.CM.95.YBF30 AJ006022  Cameroon Simon, F. Nat Med 4(9):1032-1037 (1998)
N.CM.97.YBF106 AJ271370 Cameroon Roques, P. AIDS 18(10):1371-1381 (2004)
N.FR.11.N1_FR_2011 JN572926  France Delaugerre, C. Lancet 378(9806); 1894 (2011)
P.CM.06.U14788 HQ179987  Cameroon Vallari, A. J Virol 85(3); 1403-7 (2011)
P.FR.09.RBF168 GUI111555 France Plantier, J.-C. Nat Med 15(8); 871-2 (2009)
CPZ.CD.06.BF1167 JQ866001 D.R.C. Li, Y. J Virol 86(19):10776-10791 (2012)
CPZ.CM.05.SIVcpzMT145 DQ373066 Cameroon Keele, B.F. Science 313(5786):523-526 (2006)
CPZ.GA.88.GAB1 X52154 Gabon Huet, T. Nature 345(6273):356-359 (1990)
CPZ.TZ.06.SIVcpzTANI13 JQ768416  Tanzania Takehisa, J. Unpublished
CPZ.US.85.US_Marilyn AF103818  United States Gao, F. Nature 397(6718):436-441 (1999)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU735535
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+1 mRNA start site

TAR element start TAR element end, Extensive secondary structure

TATA Box 5’ LTR U3 end 5" LTR R repeat begin Poly-A signal 5" LTR R repeat end, 5” LTR US start
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+1 mRNA start site

.x. IBNG
.SN.98 98SE_MP1211

TAR element start TAR element end Extensive secondary structure
TATA Box 5" LTR U3 end 5 LTR R repeat begin Poly-A signal 5’ LTR R repeat end 5’ LTR US start

B.FR.83.HXB2 CCTGCATATAAGCAGCTGCTTTTTGCC. TGTACTGGGTCTCTCTGGTTAGACCAGATCTGAGCCTGGGAGCTCTCTGGCTAACTA .GGGAACCCACTGCTT . AAGCCTCAATAAAGCTTGCCTTGAGTGCTT. CAAGTAGTGTGTGCCCGTCTG TTGTGT...GAC 579
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Extensive secondary structure

Lys tRNA primer binding site
5" LTR U5 end, Packaging loops begin
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Extensive secondary structure

Lys tRNA primer binding site

5" LTR U5 end,

TCTGGTAACTAGAGATCCCTCAGACCCTTTTAGTCAGTGTGG. AAAATCTCTAGCAGTGGCGCCCGAACAGGGACC TGAAAGCGAAAG. . ..ot enns GGAAACCAG. .
.--G

TTAACAGGGACTCGAAAGCGAAAGTT - -
- TTAACAGGGACTCGAAAGCGAAAGTT -

. TTAATAGGGACTCGAAAGCGAAAGTT
. TTAATAGGGACTCGAAAGCGAAAGTT
. CTAATAGGGACTCGAAAGCGAAAGTT
. TTAATAGGGACTCGAAAGCGAAAGTT
. TTAATAGGGACTCGAAAGCGAAAGTT -
ATAATAGGGACTCGAAAGCGAAAGTT -

TAATAGGGACTCGAAAGCGAAAGTT -

-TTAATAGGGACTCGAAAGCGAAAGTT

-TTAACAGGGACTCGAAAGCGAAAGTT
—TTAATAGGGACTCGAAAGCGAAAGTT

- TTAAAAGGGACTCGAAAGCGAAAGTT -

- TTAAAAGGGACTCGAAAGCGGAAGTT -
- TTAATAGGGACTCGAAAGCGAAAGTT -

ACG-AGACTGAG:

-T-AC- -AGACTGAA-CA-

- ACC-G-A-T-A---A
‘AC--G-G-T-A--A-
-ACC---A-T-A---A

-G-AC- - -TAG-C-A-
-G-AC--CTAG-C-A--

-T-TC-GA--G-TAA-CA.
-A-A-C-ATA. TGA- AGA.

GCTGAA- - - -
.TCTGAAA-CTC
TCTGAA--CTC- -

Packaging loops begin
.AGGAGCTCTCTCGAC.GCA. . .GGACTCGGCTTGCTG

~AGGACT-GGCT-G- .
-AGGACT-GGCT-G- .

HIV-1 Genomes
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Packaging loops end, Gag and Gag-Pol start

AGAGAG . ATGGGTGCGAGAGCGTCAGTATTAAGCGGGGGAGAATTAGATCGATGGGAA
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Packaging loops end Gdg and Gag-Pol start

AGAGAG ATGGgTGCGAGAGCGTgAGTATTAAgCGgGGgAGAATTAGATCGATGGGAA

CCTAGGGGAAGGGCGAAGTCTCTAGGGG .
CCTAGGGGAAGGGCGAAGTCTCTAGGGG. .
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. T- - CC GA
.A---TGT GT---T--GC-ACCCTAGAGOAAGG . GLGAAGTCTCTAGGTCAG-G-

A---TG-C---A-T----G--CCTAGGGGAAGGGCGAAGTCTCTAGGGG. -AGAG-
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AQAATTCGGTTAAGGCCAGgGGgAAAGAAAAQAT¢TAQATIAAAACATATAGTATGGGCAAgCAGGGAGCTAGAACGATTCGCAGTTAATCCTGgCCTGTTAGAAACATgAGAAGgCTETAGACéAATACTGGgACéGCTACéACCATgCCTTCSGACAG%AT%AGAAGA

A A-AAA-
-G--TAA-GAGA-GC-G- -ACAG
TAC

GAG---C-G--ACAG
GA--T-GT-AC,

--KGTC--GT- - - -AAAC- -AT- -G-
--CGA-A--T--T-A-AG---T--G-
--ZGA-A--T--T-A-AG---T--G-
-C---A-G- -CA-TATG--A--CTC
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CCACCTTTGCCTAGTGTTACGAAACTGACAGAGGATAG . ATGGAACAAGCCCCAGAAGA 5578
*'**P**P**L**P**S**V**T**K**L**T**E**D**R#*MhtEN*QK*AP*p 7EKfD
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<6

B.FR.83.HXB2

-PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997

0.056
.00GBAC4001
CD.97.] 97DC_KTB147

SE.94.5E9173°7022
€D.97.97ZR EQTB11
.CM.96.96CM_MP535
AE.AF.07.569M
~AE.CN.10.CYMO59

RAX LLLL ITITT OO
)
=]
=3
=]

|
>
m
o
o
x
o-
@D
<)
=
©
N

.04.BKM
_AE.TH.09.AAllla WG1l
.CM240 —

|
P33
[
o
=
=
©

98.98VNND15
.DE00210CMO13
.P1261
.91.DJ263
—AG.GH.03.03GH181AG
.KR.12.12MHI11 10746
AG.LR.x.P0C44951
G.x.IBNG
—AG.SN.98.98SE_MP1211
’AG.US.GG 502 269g FLO1

B.RU.97.KA
—CpX. CY 94 94CY032 3
2- BE x

X
7” Bg CN 98 98CN009
8 BC.CN.06.nx2
9~ cpx.GH.96. 96GH2911

|
b3
o
=

IR WNNRRNNRRN R SRR S e
P33
[}
m
=
©
et

|
3=}

14’88 és és k1870’

247BG.ES. 08 X2456 2

25 _cpx.CM.02.1918LE
26_AU.CD.02.02CD MBTBO47
27 cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.01.BREPM16704

327018, TH 99 0UR2478P
35_AD.AF.0

36_cpx.CM. 00 OBCMNYU830
%g é { CM. 00 00CMNYU926
39°BF. BR 04 OABRR3179

PR e 07BR R pebas
477BF.ES. 08.P1042
48-01B.MY.07.07!
49 cpx.GM. 03 .N26677
51701B.5SG.11.11SG HMO21
52-01B.MY.03.03MYKLO18 1
53701B.MY.11.11FIR164
547018 1¥.09. OlNYSB023
55-018,CN, 10.HNCS102056
TN G9VNLX1959
617BC.CN.10.3L1060
s
CM.91.MVP5180
CM.98.98CMA104
FR.92.VAU
GA.11.11Gab6352
SN.99.99SE_MP1299
US.10.LTNP™
CM.02.DJ00131
CM.04.04CM 1015 _04
CM.06.U14832 -
CM.95.YBF30
CM.97.YBF106
FR.11.N1_FR 2011
CM.06.U14788
FR.09.RBF168

VU ZZZZZZ 0000000

CPZ.TZ.06. SIVcpzTAN13
CPZ.US.85.US_Marilyn

>>O >>>

G- TTC A--CT- TAA AA-G-GC--GA-.
T GCA?--GG T-A

c
-TC-A--TT-T
-

AA
CT AA-
AAG- -

C-

T (GAG AT - GA
G--G TGA-GCTCAATACAAG-C-GCA-AG- -ACCTGGA.
-G--GG- -AG-GC--A-G--GA

Vpr start
CCACCTTTGCCTASTGTTACGAAACTGACAGéGGSTAG#ATGGAﬁCAQGCgCCAGAQGA 5578

HIV-1 Genomes

5518
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B.FR.83.HXB2
i

CCAQGGGCCACAGAGGGAECCﬁCA%AA;GAﬁTGgACﬁCTAEAGCTTTTAGAGGAGCTTAAGAATGAAGCTGTTAGACATTTTCCTAGGATTTGG...CTCCATGGCTTAGGGCAACATATCTATGAAACTTATGGGGATACTTGGGCAGGAGTGGAA...GCCATAATAA 5742

Vif ~
Vpr
Al.AU.O3.PSlO447Dag0
A1.CH.03.HIV CH BID V3538
A1.ES.06.X2110
Al1.IT.02.60000
Al.KE.11.DEMA111KE002
A1.RU.11.11RU6950
Al.RW.11.DEMA111RW002
Al.SE.95.SE8538
Al.TZ.01.A341
A1.UA.01.01UADN139
A1.UG.11.DEMA110UGO09
Al.ZA.04.04ZASK162B1
A2.CD.97.9
A2.CM.01.01CM 1445MV
A2.CY.94.94CY017_41
B.AR.04.04AR143170
B.AU.04.PS1038 Dayl74
B.BR.06.06BR1119
B.CA.07.502 1191 03
B.CH.08.M2 0803101 NFLG8
B.CN.10.DEMB10CNOO2
B.C0.01.PCMOOL
B.CU.99.C
B.CY.09.CY266
B.DE.0Q4.HIV DE BID V4131
B.DK.Q7.PMVL_0I1 ~
B.D0.05.05D0” 160884
B.ES.10.DEMBIOES002
B.FR.11.DEMB11FRO0O1
B.GE.03.03GEMZ004
B.HT.05.05HT_129389
B.JM.05.0
B.JP.12.DEMBI2]P001
B.KR.12.12KYY10 10742
B.NL.00.671 00T36
B.PE.07.502 2649
B.PY.03.03PY_PSP0115
B.RU.11.11RUZ21n
B.TH.07.AA040a WG11l
B.TT.01.01TT CRC50069
B.TW.94.TWCYS LM49
B.UA.01.01UAKV167
B.US.11.ES39 42
B.UY.02.02UY TSU1290
B.YE.02.02YE507
C.AR.01.ARG4006
C.BR.07.DEMCO7BRO03
C.BW.00.00BWO7621
C.CN.09.09YNLX133sg
C.CY.09.CY260
C.ES.07.X2118 2
C.ET.02.02ET 288
C.GE.03.03GEMZ033
C.IL.98.98I5002
C.IN.09.T125 2139
C.KE.00.KER2010
C.MM.99.mIDU1O1 3 T-
C.MW.09.703010256_CH256.w96
C.SN.90.90SE 364 —
C.50.89.89SM 145
C.TZ.08.707010457_CH457.w8
C.US.11.17TB4_4G8~
C.UY.01.TRA3011
C.YE.02.02YE511
C.ZA.07.704010042 CHO42 TF
C.ZM.11.DEMC11ZMOB6
D.CD.83.ELI
D.CM.10.DEMD16CMOO9
D.CY.06.CY163
D.KE.11.DEMD11KE0O3
D.KR.04.04KBH8
D.SN.90.SE365
D.TD.99.MNO11
D.TZ.01.A280
D.UG.11.DEMD11UGO03
D.YE.02.02YE516
D.ZA.90.R1
F1.A0.06.A0 06_ANG125
F1.AR.02.ARE933
F1.BE.93.VI850
F1.BR.07.07BR844
F1.CY.08.CY222
F1.ES.11.DEMF110ESO01
F1.FI.93.FIN9363
F1.FR.96.96FR MP411
F1.R0.96.BCI RO7
F1.RU.08.D88 845
F2.CM.10.DEMF210CMO07
F2.CM.97.CM53657
G.BE.96.DRCBL
G.CM.10.DEMG1OCM0OO8
G.CN.08.GX_2084 08
G.CU.99.Cu74
G.ES.09.X2634_2
G.GH.03.03GH175G6
G.KE.09.DEMGO9KEOO1
G.NG.09.09NG_SC62

G

Vif end

C
C
A
A
C
C
C
C
C
C
C
C
C
C
C
C
C
C

sowouan |-AlH
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L6

B.FR.83.HXB2

-PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997

0.056
.00GBAC4001
CD.97.] 97DC_KTB147

SE.94.5E9173°7022
€D.97.97ZR EQTB11
.CM.96.96CM_MP535
AE.AF.07.569M
~AE.CN.10.CYMO59
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.04.BKM
_AE.TH.09.AAllla WG1l
.CM240 —

|
P33
[
o
=
=
©

98.98VNND15
.DE00210CMO13
.P1261
.91.DJ263
—AG.GH.03.03GH181AG
.KR.12.12MHI11 10746
AG.LR.x.P0C44951
G.x.IBNG
—AG.SN.98.98SE_MP1211
’AG.US.GG 502 269g FLO1

B.RU.97.KA
—CpX. CY 94 94CY032 3
2- BE x

X
7” Bg CN 98 98CN009
8 BC.CN.06.nx2
9~ cpx.GH.96. 96GH2911

|
b3
o
=

IR WNNRRNNRRN R SRR S e
P33
[}
m
=
©
et

|
3=}

,g-C-- ,
147BG.ES.05.X1870

247BG.ES. 08 X2456 2

25 _cpx.CM.02.1918LE
26_AU.CD.02.02CD MBTBO47
27 cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.01.BREPM16704

327018, TH 99 0UR2478P
35_AD.AF.0

36_cpx.CM. 00 OBCMNYU830
%g é { CM. 00 00CMNYU926
39°BF. BR 04 OABRR3179

PR e 07BR R pebas
477BF.ES. 08.P1042
48-01B.MY.07.07!
49 cpx.GM. 03 .N26677
51701B.5SG.11.11SG HMO21
52-01B.MY.03.03MYKLO18 1
53701B.MY.11.11FIR164
547018 1¥.09. OlNYSB023
55-018,CN, 10.HNCS102056
TN G9VNLX1959
617BC.CN.10.3L1060
s
CM.91.MVP5180
CM.98.98CMA104
FR.92.VAU
GA.11.11Gab6352
SN.99.99SE_MP1299
US.10.LTNP™
CM.02.DJ00131
CM.04.04CM 1015 _04
CM.06.U14832 -
CM.95.YBF30
CM.97.YBF106
FR.11.N1_FR 2011
CM.06.U14788
FR.09.RBF168

VU ZZZZZZ 0000000

CPZ.TZ.06. SIVcpzTAN13
CPZ.US.85.US_Marilyn

CCAQGGGCCACAGAGGGAECCﬁCA%AA;GAQTG%ACQCTAEAGCTTTTAGAGGAGCTTAAGAATGAAGCTGTTAGACATTTTCCTAGGATTTGG

Vif end

’D R’EP H N'E W 'T L 'E L L E E L KN E A V R H F P R I W

.CTCCATGGCTTAGGGCAACATATCTATGAAACTTATGGGGATACTTGGGCAGGAGTGGAA. .
.. L H G L G Q H I Y E T Y G D T W A G V_E . _

Genomes

.GCCATAATAA 5742
A I I _

5682

LocA--T--2- 58

sjuwugI Y

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



86

107 wnipuddwo)) duanbag ATH

B.

Tat
Vp

FR.8

r

moo

oo
]

©

P

o
NHHEOORROOW RINF 0O
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[oyte) <
SOEWNIOOONF
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NEERENEONONNONLHOUNEOORO®NORR 0O G
@ o =3

83. HXB
Vpr (frameshlfted)
exi

:Ps1044 Dayo
"HIV_CH BID V3538
X2110 ~—

.60000
.DEMA111KE002

11.11RU6950
.DEMA111RW002
5.SE8538
341

A
.01UADN139

1.DEMA116UGO09

.04ZASK162B1
97CDKTB4:

.01CM 1445MV
.94CYD17_41

04AR143170

1 03
M2 0803101 NFLG8
DEMB10CNOO2
PCMOO1

ul9

CY266
HIV DE_BID V4131
PMVL 011
05D0"160884
DEMBIQES002
DEMB11FROO1
03GEMZ004
05HT_ 129389
DEMBI2]P001
12KYY193%0742

.01UAKV167
.ES39 42
.02UY_TSU1290
02YE507

ARG4006
DEMCO7BROO3
00BWO7621
09YNLX133sg
CY2

. 13
.703010256_CH256.w96
OSE 364

9SM_ 145
.70701042; CH457 .w8

17TB
TRA3011

02YE51
04010042 CHO42_TF
DEMC11ZMOD6

ELI
D$TD10CM009
DEMD11KE0O3
04KBH8

SE365

MNO11

A280
DEMD11UG003
02YE516

R1
.A0_06_ANG125
.ARE933
.VI850
.07BR844
.CY222
.EEMFIIOESOGl

93.

.96FR MP411
96.BCI RO7
08.D88 845

.DEMF210CM007

.CM53657
.DRCBL
.DEMG10CMOO8
GX_2084_08
.Cu74 ~
.X2634_2

.03GH175G
.DEMGO9KEO01
.09NG_SC62

GAATTCTGCAACAACTGCTGTTTATC . . CATTTTCAGAATTGGGTGTCGACATAGCAGAATAGGCGTTACT .
F R I G C R H S R I G V. T _

frameshift insert in HXB2

Vpr premature end (HXB2 only)

R_.I L Q Q L L F I#H F _Q N W V. S T *_

P b b b b b b b

sowouan |-AlH

Tat exon 1 start Vpr end

A ..AgAA##ﬁTGgAGgCAGTAGATCCTAEACTAGAGCCCTGGAAGCATCCAGGAAGTCAGCCT 5884

*
P VD P R L E P W K H P G _S Q_P_

sowoudn) addwo)) zddAIS/T-ATH
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66

B.FR.83.HXB

Vpr (f rameshlfted)

Tat ex

Vpr

G.PT.x.PT3306
SE.93.SE6165_G6165

.93.VI991

3.VI997

0.056

.00.00GBAC4001

.97.] 97DC_KTB147

.94.SE917377022
.97.97ZR EQTB11
.96.96CM_MP535
.AF.07.569M
.CN.10.CYMO59
.HK.04.HK001
.JP.x.DR0492
.TH.04.BKM
.TH.09.AAllla WG11l
.TH.gG.CM240 =

.VN.98.98VNND15
.CM.10.DEQO210CMO13
.P1261

AR LLLL ITIT O

FR.91.D]263
GH.03.03GH181
KR.12.12MHI11 10746

.KR.1
.LR.X.POC44951’

. BNG
.SN.98 985E MP1211
.US.0 502 2696_FLO1
B.RU.97.KALI53 2~
x.CY.94. 94CY032 3
.BE.x. VIl310
X .AU.96.BFP90
.CN.98. 98CN009
BC.CN.06.nx2
x.GH.96.9GGH2911

17 BF.AR.99,ARMAO38
18~ cpx.CU.99.CU76
19-cpx €099, CU7
20786y 99, Cules
21°A2DKE 99.K

ER2003
22°01A1.CM.01.01CM _0001BBY

237BG.CU.03.CB118
24 BG.ES.08. X2456 2
25 c x.CM.02.1918LE
.CD.02. GZCD MBTB0O47
27 c X.FR.04.04CD FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.01.BREPM16704
31 BC.BR.04.04BR142
32706A1.EE.01.EE0369
33701B.ID.07.JKT189 C
34_01B.TH.99.0UR2478P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926

.C 80
.04FR_AUK
46-BF.BR.07. 07BR FPS625
477 BF.ES.08.
48701B.MY.07. G7MYKT021
49_cpx.GM.03.N26677
51701B.SG.11.115G HMO21
52°01B.MY.03.03MYKLO18 1
53_01B.MY.11.11FIR164 ~
54-01B.MY.09. 09MYSB023
5 01B CN 10.HNCS102056
7_BC.CN.09. 09YNLX1959
61 BC. CN 10 JL100010
BE 87.ANT70
.91.MVP5 80
CM.98.98CMA194
FR.92.VAU
GA.11.11Gab6352
SN.99.99SE_MP1299
US.10.LTNP™

197.YBF106
FR.11.N1 _FR 2011
CM.06.U14788
.FR.09.RBF168

CPZ.CD.06.BF1167

CpZ.CH. 05 STVCpZIT145

CPZ.GA.8

R SIchzTAN13

CPZ.US.85.US_Marilyn

VTV EZZZZZZ 0000000
o
=
=)
N

frameshift insert in HXB2

Vpr premature end (HXB2 only)

GAATTCTGCAACAACTGCTGTTTATC . . CATTTTCAGAATTGGGTGTCGACATAGCAGAATAGGCGTTACT .
F R I G C R H S R I G V. T _

*

-TA-CTTGACACCC. .
-TA-ATTGCCACCC. .

Tat exon 1 start Vpr end

A...AGAA, .ATGGAGCCAGTAGATCCTAGACTAGAGCCCTGGAAGCATCCAGGAAGTCAGCCT 5884

*
P VD P R L E P W K H P G _S Q_P_

T -~GAGA
P | PR GAGG

TTA--C---A-CTC-ACA--A 5988
-G--CA-A--- 5425
5947

HIV-1 Genomes
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=
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oo
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89SM 145
707010457_CH457.w8
17TB4_4G8~

TRA3011

04010942 CHO42_TF
DEMC11ZM006

LELI
.DEMD10CMO0O9
.CY163
11.DEMD11KE0O3
.04KBH8
0.SE365
.MNO11

1.A280
.DEMD11UG003
.S%YESIG

.A0_06_ANG125
.ARE933
VI850

3.
.07BR844
Y222

.C
.DEMF110ES001

AAAACTGCTTGTACCAATTGCTATTGTAAAAAGTGTTGCTTTCATTGCCAAGTTTGTTTCATAACAAAAGCCTTAGGCATCTCCTATGGCAGGAAGAAGCGGAGACAG
K T A CTNCVYCKTKCCFHTCQVC._ "6 IS Y G R KRiKS RchD Q

B.FR.83.HXB2

Tat exon 1

Rev exon 1
Al.AU.O3.PSlO447Dag0
A1.CH.03.HIV CH BID V3538
A1.ES.06.X2110
Al1.IT.02.60000
Al.KE.11.DEMA111KE002
A1.RU.11.11RU6950
Al.RW.11.DEMA111RW002
Al.SE.95.SE8538
Al.TZ.01.A341
A1.UA.01.01UADN139
A1.UG.11.DEMA110UGO09
Al.ZA.04.04ZASK162B1
A2.CD.97.9
A2.CM.01.01CM 1445MV
A2.CY.94.94CY017_41
B.AR.04.04AR143170
B.AU.04.PS1038 Dayl74
B.BR.06.06BR1119
B.CA.07.502 1191 03
B.CH.08.M2 0803101 NFLG8
B.CN.10.DEMB10CNOO2
B.C0.01.PCMOOL
B.CU.99.C
B.CY.09.CY266
B.DE.0Q4.HIV DE BID V4131
B.DK.0Q7.PMVL 011
B.D0.05.05D0” 160884
B.ES.10.DEMBIOES002
B.FR.11.DEMB11FRO0O1
B.GE.03.03GEMZ004
B.HT.05.05HT_129389
B.JM.05.0
B.JP.12.DEMBI2]P001
B.KR.12.12KYY10 10742
B.NL.00.671 00T36
B.PE.07.502 2649
B.PY.03.03PY_PSP0115
B.RU.11.11RUZ21n
B.TH.07.AA040a WG11l
B.TT.01.01TT CRC50069
B.TW.94.TWCYS LM49
B.UA.01.01UAKV167
B.US.11.ES39 42
B.UY.02.02UY TSU1290
B.YE.02.02YE507
C.AR.01.ARG4006 -A--CA---A-
C.BR.07.DEMCO7BRO03
C.BW.00.00BWO7621
C.CN.09.09YNLX133sg
C.CY.09.CY260
C.ES.07.X2118 2
C.ET.02.02ET 288
C.GE.03.03GEMZ033
C.IL.98.98I5002
C.IN.09.T125 2139
C.KE.00.KER2010
C.MM.99.mIDU1O1 3 G
C.MW.09.703010256_CH256.w96
E.SN.00.9OSE 364

C.

C.

C.

C.

C.

C.

D.

D.

D.

D.

D.

D.

D.

D.

D.

D.Y

D.

F

E

F

E

E

F

F1

F1

F

o nmm
[NINTET
RS
moo
=
©
=
1SY

[alalalalalaTa)
)
==
@
w

.FIN9363
.96FR MP411
6.BCI_RO7

.D88 845
.DEMF210CM007
.CM53657

.DRCBL
- DEMGIOCMOOS
1GX_2084_08
9.Cu74

1X2634 2

.03GH175G
.DEMGO9KEOO1
.09NG_SC62

Rev exon 1 start

sowouan |-AlH

CGACGAAGAGCTCATCAGAACAGTCAGACTCATCAAGCT
R R R A H Q N S QT Q A
B L I_R T _V_ R LI K L[

C---AGG--A-A---A-T-

6:-C---C---AGG-G- - --G-

sowoudn) addwo)) zddAIS/T-ATH
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101

Rev exon 1 start

B.FR.83.HXB2 AAAACTGCTTGTACCAATTGCTATTGTAAAAAGTGTTGCTTTCATTGCCAAGTTTGTTTCATAACAAAAGCCTTAGGCATCTCCTATGGCAGGAAGAAGCGGAGACAG - CGACGAAGAGCTCATCAGAACAGTCAGACTCATCARGET . 6031
Tat exon 1 K. T A C T NCVY CKZKTCCFHCQV.C._ G I S Y G RKEKTRRLQ . R RA H Q N S QT QA .
Rev exon 1 "M A G R .S G D S . D E EE L I R T V R L[ I K L

PT.x.PT3306 o TC-G-AC- - =Grmmmmmemmmmn . G-A--C--C-
E.93.5E6165_G6165 --TC-G-AC----G . G--A---C--
BE.93.VI991 A. G-GA---C-A---G-
BE.93.VI997
199.056
. 00GBAC4001
€D.97.] 97DC_KTB147

w

SE.94.5E9173°7022
€D.97.97ZR EQTB11
.CM.96.96CM_MP535
AE.AF.07.569M
~AE.CN.10.CYMO59

RAX LLLL ITITT OO
) %)
=]
=3
=]

|
>
m
o
o
x
o-
@D
<)
=
©
N

.04.BKM
_AE.TH.09.AAllla WG1l
.CM240 —

|
P33
[
o
=
=
©

98.98VNND15
.DE00210CMO13
.P1261
.91.DJ263
—AG.GH.03.03GH181AG
.KR.12.12MHI11 10746
AG.LR.x.P0C44951
G.x.IBNG
—AG.SN.98.98SE_MP1211
’AG.US.GG 502 269g FLO1

B.RU.97.KA
—CpX. CY 94 94CY032 3
2- BE x

X
7” Bg CN 98 98CN009
8 BC.CN.06.nx2
9~ cpx.GH.96. 96GH2911

|
b3
o
=

IR WNNRRNNRRN R SRR S e
P33
[}
m
=
©
et

|
3=}

14’88 és és k1870’

247BG.ES. 08 X2456 2

25 _cpx.CM.02.1918LE
26_AU.CD.02.02CD MBTBO47
27 cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.01.BREPM16704

327018, TH 99 0UR2478P
35_AD.AF.0

36_cpx.CM. 00 OBCMNYU830
%g é { CM. 00 00CMNYU926
39°BF. BR 04 OABRR3179

PR e 07BR R pebas
477BF.ES. 08.P1042
48-01B.MY.07.07!
49 cpx.GM. 03 .N26677
51701B.5SG.11.11SG HMO21
52-01B.MY.03.03MYKLO18 1
53701B.MY.11.11FIR164
547018 1¥.09. OlNYSB023
55-018,CN, 10.HNCS102056
TN G9VNLX1959
617BC.CN.10.3L1060
s
CM.91.MVP5180
CM.98.98CMA104
FR.92.VAU
GA.11.11Gab6352
SN.99.99SE_MP1299
US.10.LTNP™
CM.02.DJ00131
CM.04.04CM 1015 _04
CM.06.U14832 -
CM.95.YBF30
CM.97.YBF106
FR.11.N1_FR 2011
CM.06.U14788 TC--GCC-A----A- C---GCC--Comn A
FR.09.RBF168 C---GCC--C----A-
CPZ.CD.06.BF1167 -GC--GC-C--C-ATTC- -GTA--C--T-A-
CPZ. M. 05 STVcpzHT145 -G---A-AA--C-AT--G ST-A-
8.GABI AT

CPZ.TZ.06. SIVcpzTAN13
CPZ.US.85.US_Marilyn

VU ZZZZZZ 0000000
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B.FR.83.HXB2
Tat exon 1
Vpu
Rev exon 1
A1.AU.03.P510447D850
Al.CH.03.HIV_CH BID_ V3538
Al1.ES.06.X2110 -
Al.IT.02.60000
Al.KE.11.DEMA111KE002
Al1.RU.11.11RU6950
Al.RW.11.DEMA111RW002
Al.SE.95.SE8538
Al1.TZ.01.A341
A1.UA.01.01UADN139
A1.UG.11.DEMA110UGO09
Al.ZA.04.04ZASK162B1
A2.CD.97.97CDKTB4
A2.CM.01.01CM _1445MV
A2.CY.94.94CYD17_41
B.AR.04.04AR143170
B.AU.04.PS1038 Dayl74
B.BR.06.06BR1119
B.CA.07.502 1191 03
B.CH.08.M2 0803101 NFLG8
B.CN.10.DEMB10CNOO2
B.C0.01.PCMOO1
B.CU.99.Cul9
B.CY.09.CY266
B.DE.0Q4.HIV DE BID V4131
B.DK.07.PMVL 011
B.D0.05.05D0” 160884
B.ES.10.DEMBIOES002
B.FR.11.DEMB11FRO01
B.GE.03.03GEMZ004
B.HT.05.05HT_ 129389
B.JM.05.0.
B.JP.12.DEMBI2JPO0O1
B.KR.12.12KYY10 10742
B.NL.00.671 00T36
B.PE.07.502"2649
B.PY.03.03PY_PSPO115
B.RU.11.11RU21n
B.TH.07.AAQ40a WG
B.TT.01.01TT CRC50069
B.TW.94.TWC LM4
B.UA.01.01UAKV167
B.US.11.ES39 42
B.UY.02.02UY_TSU1290
B.YE.02.02YE507
C.AR.01.ARG4006
C.BR.07.DEMCO7BRO03
C.BW.00.00BWO7621
C.CN.09.09YNLX133sg
C.CY.09.CY260
C.ES.07.X2118 2
C.ET.02.02ET 288
C.GE.03.03GEMZ033
C.IL.98.98I5002
C.IN.09.T125 2139
C.KE.00.KER2010
C.MM.99.mIDU101 3
C.MW.09.703010256_CH256.w96
C.SN.90.90$E 364
C.S0.89.89SM_145
C.TZ. 8.707010457 CH457 .w8
C.US.11.17TB4_4G8~
C.uy. 1.TRA3011
C.YE.02.02YE51
C.ZA.07.7 04010042 CHO42_TF
C.ZM.11.DEMC11ZMOD6
D.CD.83.ELI
D.CM.10.DEMD106CMOO9
D.CY.06.CY1
D.KE.11.DEMD11KEOO3
D.KR.04.04KBH8
D.SN.90.SE365
D.TD.99.MNO11
D.TZ.01.A280
D.UG.11.DEMD11UGO03
D.YE.02.02YE516
D.ZA.90.R1
F1.A0.06.A0 06_ANG125
F1.AR.02.ARE933
. .VI850
.07BR844
.CY222
.EEMFllOESGGl

93.

.96FR MP411
96.BCI RO7
08.D88 845

.DEMF210CM007

.CM53657
.DRCBL
.DEMG10CMOO8
GX_2084_08
.Cu74 ~
.X2634_2

.03GH175G
.DEMGO9KEO01
.09NG_SC62

.................. AGTACATGTA. .ACG

TCTCTATCAAAGCA.GTA. . . A
S LS K.Q

Vpu start (ACG in HXB2)
‘Vpu transmembrane domain start

A==

_Q P I P I . ._

GT-
GAC,

CAACCTATACCAATA. ....oivis GTAGCAATA
_V_ A I . _

-GAMWTAGATTATAGAT -
AGAGTAGACTATAGAT -

-T-A-C
..$¥ gAGT--AT GCTGCAGTAGATTATAGAA-

T
.GTAGACTTA-T-GACT---T-GA-
GT-GAG,
T-GC-

CITT-GACT- 16T 6C-
GT-GA-T---T-GC-

CTT-AA-T--TT-GC-

L TTGGA-T---T-GC-
L -TTGA- T--G--GC

':TT-GG-T

AAAGTAGATTATAGAT -

TTAAACTATAAGT -
AGAGTAGATTATAgﬁ¥—
AGAGTAGATTATAGAA-
AAAGTAGATTATAGAT -
GGAGTAGATTATAGAA -
AGAGTAGATTATAGAA-
AGAGTAGATTATAGA -
-AAGATAGACTA¥§GAX

sowouan |-AlH

. .GTAGTAGCAATAATAATAGCAATAG 6122
V.V A I I I A I _

CT--GC 5507
T-C---GC---C---A 5322
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€01

B.FR.83.HXB2
Tat exon 1
Vpu

Rgv exon 1

PT.x.PT3306
SE.93.SE6165_G6165

.93.VI991

3.VI997

0.056
.00.00GBAC4001
.97.] 97DC_KTB147

.94.SE917377022
.97.97ZR EQTB11
.96.96CM_MP535
.AF.07.569M
.CN.10.CYMO59
.HK.04.HK001
.JP.x.DR0492
.TH.04.BKM
.TH.09.AAllla WG11l
.TH.gG.CM240 =

.VN.98.98VNND15
.CM.10.DEQO210CMO13
.P1261

AR LLULL IIIT OO

FR.91.D]263
GH.03.03GH181
KR.12.12MHI11 10746

.KR.1
.LR.X.POC44951’

. BNG
.SN.98 985E MP1211
.US.0 502 2696_FLO1
B.RU.97.KALI53 2~
x.CY.94. 94CY032 3
.BE.x. VIl310
X .AU.96.BFP90
.CN.98. 98CN009
BC.CN.06.nx2
x.GH.96.9GGH2911

17 BF.AR.99,ARMAO38
18~ cpx.CU.99.CU76
19-cpx €099, CU7
20786y 99, Cules
21°A2DKE 99.K

237BG. CU 03.CB118
24 BG.ES.08. X2456 2
25 c x.CM.02.1918LE
.CD.02. GZCD MBTB0O47
27 c X.FR.04.04CD FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.01.BREPM16704
31 BC.BR.04.04BR142
32706A1.EE.01.EE0369
33701B.ID.07.JKT189 C
34_01B.TH.99.0UR2478P
35°AD.AF.07.169H
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926

.C 80
.04FR_AUK
46-BF.BR.07. 07BR FPS625
477 BF.ES.08.
48701B.MY.07. G7MYKT021
49_cpx.GM.03.N26677
51701B.SG.11.115G HMO21
52°01B.MY.03.03MYKLO18 1
53_01B.MY.11.11FIR164 ~
54-01B.MY.09. 09MYSB023
5 01B CN 10.HNCS102056
7_BC.CN.09. 09YNLX1959
61 BC. CN 10 JL100010
BE 87.ANT70
.91.MVP5 80
CM.98.98CMA194
FR.92.VAU
GA.11.11Gab6352
SN.99.99SE_MP1299
US.10.LTNP™

197.YBF106
FR.11.N1 _FR 2011
CM.06.U14788
.FR.09.RBF168

CPZ.CD.06.BF1167

CpZ.CH. 05 STVCpZIT145

CPZ.GA.8

R SIchzTAN13

CPZ.US.85.US_Marilyn

VTV EZZZZZZ 0000000
o
=
=)
N

ER2003
M.01.01CM_0001BBY

Tat Rev exon 1 encL J
TCTCTATCAAAGCA.GTA. . . Al
S LS K_Q

intron start

Vpu start (ACG in HXB2)

‘Vpu transmembrane domain start

. - - -AGTAATAATT

- -AGAAAAAATT.

--AACTTAATT. .
- -AGTACCAAGT

©---AGTGCTAAGT .

»»ACTCATGATAAA

AGTACATGTA. .ACG

A==

_Q P I P I . ._

CAACCTATACCAATA

GT
..GTGT-CT--G--.
..AC----T-GGA---T....

.A--AT-GCT.
... A--AT-GCT...
»G--GGGCE...

. T T 5658
" AACA-TTGT- - - TGGGG-TAC- -TA 6195
G-GG-GG

VA I . . . ..V A L _._

.-GG-»GTT T--C- TTGCTGT
G T-C

Genomes

. .GTAGTAGCAATAATAATAGCAATAG 6122
V_V_ A I I _

I A I _

A--Cennee G6C---GC---T---A 6071
A C---GC---C---- 5528

5608
GCATT———— 6172

©-G-A---A-GGT--TT---T-G-GA 6199
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sowouan |-AlH

Vpu transmembrane domain en(L Env start
B.FR.83.HXB2 TTGTGTGGTCCATAGTAATCATAGAATATAGGAAAATATTAAGA. . . CAAAGAAAAATAGACAGGTTAATTGATAGACTAATAGAAAGAGCAGAAGACAGTGGCA ATGAGAGTGAAGGAGAAATATCAGCAC .. TTGTGGAGATGGGGG. . . ... ... 6266
Vpu V.V W S I V I I E Y RKI L R . . . . QR K_ L S G 7##N E S E G E I S A L VE M G _
Env 7M77R77V77K77E77K7 Y O B LW RW G
Al1.AU.03.PS1044 Dag@
A1.CH.03.HIV CH BID V3538
A1.ES.06.X2110
Al1.IT.02.60000
Al.KE.11.DEMA111KE002
A1.RU.11.11RU6950
Al.RW.11.DEMA111RW002
Al.SE.95.SE8538

.01.A341
A1.UA.01.01UADN139
A1.UG.11.DEMA110UGO09
Al.ZA.04.84ZASKIGZBl

A2.CD.97.
A2.CM.01.01CM 1445MV A . . GAG-
A2.CY.94.94CY017_41 . o - -C-GAG- -ATCA-CAC-T
B.AR.04.04AR143170 . . ~T...-ATCA-C-C--
B.AU.04.PS1038 Day174 . Y
B.BR.06.06BR1119

B.CA.07.502 1191 03

B.CH.08.M2 8803101 NFLG8

B.CN.10.DEMBOCNOO2

B.C0.01.PCMOO1

B.CU.99.C

B.CY.09.C

B.DE.04.HIV DE_BID V4131

B.DK.07.PMVL 011

B.D0.05.05D0 160884

B.ES.10.DEMBIOES002

B.FR.11.DEMBIIFR001

B.GE.03.03GEMZ004

B.HT.05.05HT 129389

B.JM.05.0

B.JP.12.DEMBI21P001

B.KR.12.12KYY10 10742

B.NL.00.671 00T36

B.PE.07.502 2649

B.PY.03.03PY_PSPO115

B.RU.11.11RU21n

B.TH.07.AA040a WG11

B.TT.01.01TT CRC50069

B.TW.94.TWCYS LM49

B.UA.01.01UAKV167

B.US.11.E539 42

B.UY.02.02UY_TSU1290

B.YE.02.02YE507

C.AR.01.ARG4006

C.BR.07.DEMCO7BROO3

C.BW.00.00BW07621

C.CN.09.09YNLX133sg

€.CY.09.CY260

€ ES.07.X2118_2

C.ET.02.02ET 288

C.GE.03.03GENZ033

€.IL.98.98I5002

C.IN.09.T125 2139 T
C.KE.00.KER2010 -G
C.MM.99.mIDU101 3 -G
C.MW.09.703010256_CH256.w96 G
€.SN.90.905E 364 -C
€.50.89.895M 145 -G
€.77.08.707010457 CH457.w8 T
€.US.11.17TB4 _4G8" -G
€ UY.01. TRAS011

C.YE.02.0

€.ZA.07.7 04010942 CHO42_TF

C.ZM.11.DEMC11ZMO06

D.CD.83.ELI

D.CM.10.DEMD10CMOO9

D.CY.06.CY163

D.KE.11.DEMD11KE0O3

D.KR.04.04KBH8

D.SN.90.SE365

D.TD.99.MND11

D.TZ.01.A280

D.UG.11.DEMD11UG00O3

D.YE.02.02YE516

D.ZA.90.R1

F1.A0.06.A0 06_ANG125

F1.AR.02.ARE933

F1.BE.93.VI850

F1.BR.07.07BR844

F1.CY.08.CY222

F1.ES.11.DEMF110ESE01

F1.FI.03.FIN9363

F1.FR.06.96FR MP411

F1.R0.96.BCI RO7

F1.RU.08.D88 845

F2.CM.10.DEMF210CMOO7 T-----G A--G T-A----TA---A

F2.CM.97.CM53657 . O -T- -A- Gommmmen e

[}
=]
m
©

.96.DRCBL
CM.10.DEMGIOCMOOS
1GX_2084_08
CU.99.Cu74
ES.09.X2634 2

.03.03GH175G
KE.09.DEMGO9KEQO1
.09NG_SC62
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w
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118

Vpu transmembrane domain end Env start

B.FR.83.HXB2

PT.x.PT3306
SE.93.SE6165_G6165
BE.93.VI991
BE.93.VI997

0.056
.00GBAC4001
CD.97.] 97DC_KTB147

SE.94.5E9173°7022
€D.97.97ZR EQTB11
.CM.96.96CM_MP535
AE.AF.07.569M
~AE.CN.10.CYMO59
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©
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.04.BKM
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|
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[
o
=
=
©
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.DE00210CMO13
.P1261
.91.DJ263
—AG.GH.03.03GH181AG
.KR.12.12MHI11 10746
AG.LR.x.P0C44951
G.x.IBNG
—AG.SN.98.98SE_MP1211
’AG.US.GG 502 269g FLO1

B.RU.97.KA
—CpX. CY 94 94CY032 3
2- BE x

X
7” Bg CN 98 98CN009
8 BC.CN.06.nx2
cpx.GH.96. 96GH2911

|
b3
o
=

IR WNNRRNNRRN R SRR S e
P33
[}
m
=
©
et

|
3=}

247BG.ES. 08 X2456 2
25 _cpx.CM.02.1918LE
26_AU.CD.02.02CD MBTBO47
27 cpx.FR.04.04CD_FR KZS
28 BF.BR.99.BREPMI2609
29 BF.BR.01.BREPM16704

327018, TH 99 0UR2478P
35_AD.AF.0

36_cpx.CM. 00 OBCMNYU839
%g é { CM. 00 00CMNYU926
39°BF. BR 04 OABRR3179

PR e 07BR R pebas
477BF.ES. 08.P1042
48-01B.MY.07.07!
49 cpx.GM. 03 .N26677
51701B.5SG.11.11SG HMO21
52-01B.MY.03.03MYKLO18 1
53701B.MY.11.11FIR164
547018 1¥.09. OlNYSB023
55-018,CN, 10.HNCS102056
TN G9VNLX1959
617BC.CN.10.3L1060
s
CM.91.MVP5180
CM.98.98CMA104
FR.92.VAU
GA.11.11Gab6352
SN.99.99SE_MP1299
US.10.LTNP™
CM.02.DJ00131
CM.04.04CM 1015 _04
CM.06.U14832 -
CM.95.YBF30
CM.97.YBF106
FR.11.N1_FR 2011
CM.06.U14788
FR.09.RBF168

VU ZZZZZZ 0000000

CPZ.TZ.06. SIVcpzTAN13
CPZ.US.85.US_Marilyn

TTGTGTGGTCCATAGTAATCATAGAATATAGGAAAATATTAAGA. . . CAAAGAAAAATAGACAGGTTAATTGATAGACTAATAGAAAGAGCAGAAGACAGTGGCA . ATGAGAGTGAAGGAGAAATATCAGCAC.
V.V W S I VvV I I E Y R K I L R_._ ... Q. R K _ L S G 7##N E S E G E I S

-------- A----ee-CT-T---Co--=--A-G-----AG--A-

<G-A---Go---A-AAA--Crmmm o~ e A-..----A-
G GA- ~G- -AACAC-T
-ATCCA--C-T

C
~ATCCACAC-T
-G-AAA-AC-T
-G-CAA-AC-T
-G-CA--CC-T
-G-CT---C-T
L <G-CA-CAC-T-\\'rrrrn... 5461
-G-CA--C--T-. RO

..GG-CCA-AC-T-.
-G-CCA-AC-

TTAG--CA AAG
TAG- -CA-AAG-

TTAG TCATAAG-A-CAAGAC G
A TTA---CA-AAG-A-CAAGATAAAAGGG
»---A--»ATGTAT-»TC T- G-A -TTAG- -CA-AAG- - - CAAGACAGAAGAG -

“AA-C---GTTT--C--TAT-A-------- A----C--AA-TTG
-AA-C- - -GTAT--C--TAT-A- A-G CTG.
-GA-C---GTAT--C--TAT

GGA-GA-CAGGAGG-CA- - - -TC-T-T-C. ...
G--TGC-GATTGGT. . . -G-CCATTC-TCT-T....
G--TGC-GAGTGGT . . . -G-CCATTC-TCT-T. .

G GA! 1 1-G-CTACTC--CT-T...... .
~G-AT-G-GAT-AA-AGTGGT . |

G-CCATTC-TCT-T

TGA-GAGTT-T. . . -G--CACTC-TCTAC.
-GA-GA--A--AGC- -AG- - -AC-T-. ..
»GA-GA--A»-AGC--AG---AC T

G- ---TTAGG--C--T-
Go-Tom-Amnne Toooee-

-A-YT---GGG-AG--CC-YC--TT-GTGCTA- - -GA-AG-GA- .
-A--T---GGG-AG--CC-GC--TTTGTGCTA- - -GAGAG-GA-

-A--TATTAGG-A--C-TATT-GT-TATA-AAC--G-GCA-GA-
ATAGC- -CTT,

.. .AGRGAT - -GT - T-TRCAAAGGC-A-CA--GTGG- G-
. .AGGGAT- -GT-T-TACAAAGGC-A-TA--GTGG-G- -

SoCT--- AT-A---G----AA--GT--CA-CA- .
-iMAA---GGA. .. .. TAT-C-AGG. - -AA-G-CATAGGCTT .
-A-CT---ATT A-C---G---G-CAGCAT

HIV-1 Genomes
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Vp

Env
Al.AU.O3.PSlO447DagG
A1.CH.03.HIV CH BID V3538
A1.ES.06.X2110
Al1.IT.02.60000
Al.KE.11.DEMA111KE002
A1.RU.11.11RU6950
Al.RW.11.DEMA111RW002
Al.SE.95.SE8538
Al.TZ.01.A341
A1.UA.01.01UADN139
A1.UG.11.DEMA110UGO09
Al.ZA.04.04ZASK162B1
A2.CD.97.9
A2.CM.01.01CM 1445MV
A2.CY.94.94CY017_41
B.AR.04.04AR143170
B.AU.04.PS1038 Dayl74
B.BR.06.06BR1119
B.CA.07.502 1191 03
B.CH.08.M2 0803101 NFLG8
B.CN.10.DEMB10CNOO2
B.C0.01.PCMOOL
B.CU.99.C
B.CY.09.CY266
B.DE.0Q4.HIV DE BID V4131
B.DK.Q7.PMVL_0I1 ~
B.D0.05.05D0” 160884
B.ES.10.DEMBIOES002
B.FR.11.DEMB11FRO0O1
B.GE.03.03GEMZ004
B.HT.05.05HT_129389
B.JM.05.0
B.JP.12.DEMBI2]P001
B.KR.12.12KYY10 10742
B.NL.00.671 00T36
B.PE.07.502 2649
B.PY.03.03PY_PSP0115
B.RU.11.11RUZ21n
B.TH.07.AA040a WG11l
B.TT.01.01TT CRC50069
B.TW.94.TWCYS LM49
B.UA.01.01UAKV167
B.US.11.ES39 42
B.UY.02.02UY TSU1290
B.YE.02.02YE507
C.AR.01.ARG4006
C.BR.07.DEMCO7BRO03
C.BW.00.00BWO7621
C.CN.09.09YNLX133sg
C.CY.09.CY260
C.ES.07.X2118 2
C.ET.02.02ET 288
C.GE.03.03GEMZ033
C.IL.98.98I5002
C.IN.09.T125 2139
C.KE.00.KER2010
C.MM.99.mIDU1O1 3
C.MW.09.703010256_CH256.w96
C.SN.90.90SE 364 —
C.50.89.89SM 145
C.TZ.08.707010457_CH457.w8
C.US.11.17TB4_4G8~
C.UY.01.TRA3011
C.YE.02.02YE511
C.ZA.07.704010042 CHO42 TF
C.ZM.11.DEMC11ZMOB6
D.CD.83.ELI
D.CM.10.DEMD16CMOO9
D.CY.06.CY163
D.KE.11.DEMD11KE0O3
D.KR.04.04KBH8
D.SN.90.SE365
D.TD.99.MNO11
D.TZ.01.A280
D.UG.11.DEMD11UGO03
D.YE.02.02YE516
D.ZA.90.R1
F1.A0.06.A0 06_ANG125
F1.AR.02.ARE933
F1.BE.93.VI850
F1.BR.07.07BR844
F1.CY.08.CY222
F1.ES.11.DEMF110ESO01
F1.FI.93.FIN9363
F1.FR.96.96FR MP411
F1.R0.96.BCI RO7
F1.RU.08.D88 845
F2.CM.10.DEMF210CMO07
F2.CM.97.CM53657
G.BE.96.DRCBL
G.CM.10.DEMG1OCM0OO8
G.CN.08.GX_2084 08
G.CU.99.Cu74
G.ES.09.X2634_2
G.GH.03.03GH175G6
G.KE.09.DEMGO9KEOO1
G.NG.09.09NG_SC62

ATC-

>rrrrrrrr>rr>

>
NNONNNNDNDDDDDDDDDDDDD

[alalalalalalatalglatalalalatatalatalalatal

Vpu end
Env signal peptideé end

TTGATGATC. . . TGTAGTGCT
V._D D L *
_ TS A _._

sowouan |-AlH

Env gp120 start
ACAGAA. . . AAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGA 6415
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Env signal peptide end

.TTGATGATC.
V._D D

IGTAGTGCT

L ACA-T--GG.
. .GTA-T--GG.

..A-CTA-A
LA-CT-

G
--TTGA-C.
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Env gp120 start

ACAGAA. .
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-GA- -CT-
“GAA-T--TGAAGTT--CT-G
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-T- AC-A-
GAG-- --CT
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HIV-1 Genomes

.AAATTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGA 6415
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sowouan |-AlH

V1 loop start

E.FR.83.HXBZ EAAQATTAACCCCACTCTETGJTASTTIAAAGTECACTGATTTGAAGAATGATACTAATACCAAT
nv . .
Al.AU.03.P51044 Dag@ CC--GA-GTC-TCTT--A--GC---CT AATAATAGCACCCATAGT. .AATAAA. -CCCT--ATAAT.
Al.CH.03.HIV_CH_BID_V3538 CTTAS S GCC~C-GAACA-AC-TC-AT-TA: .ot snrnssnrnnnannns
A1.ES.06.X2110 C--TGGCC--AATG-C-CCCTC------ RA--C- GCCCCC ..............
Al.IT.02.60000 C--TCAA--ACCC——TGTCAC——AC-GC-ATG C...ACTAGTTATAACAAC.
Al.KE.11.DEMA111KE002 T--TGAGA-G-AT-TA--GA-C-T--C--A-C-G...AATGAAACC........
Al.RU.11.11R -T--TG---GA-CC--C- GCAC--GCTC»-A---CAGTACTAGCTATAACAAC . . . . .
Al.RW.11.DEMA111RW002 T--T-——A--AAC TC-CC-TG-ACGG- . . . . . . -C--AAGGG CA---—T--A--GA 6025
Al.SE.95.SE8538 A -AT--TT--A--GTC- . . . . . .
Al.TZ.01. -G-GTCA--G-C-C-
Al.UA.01.01UADN139 T--T---A- ACCC C- CCCCCA—--TTA ATT
A1.UG.11.DEMA110UGO09 --A-
Al.ZA.04.04ZASK162B1 CTTCAC-
A2.CD.97.97CDKTB48
A2.CM.01.01CM 1445MV -A-
A2.CY.94.94CYD17_41 GCA-»GCC--T CCAGC--CC»»-G
AR

F1.

el e

.9
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. 9SM_ 145
.08.707010457 CH457.w8
17TB4_4G8™

ol

1
2
7
1
3
0
6.
.11.DEMD11KE003
4. 04KBH8
0
9
1
1
2

.DRCBL
.10.DEMG10CMOO8
8.GX_2084_08
.Cu74 ~

.09.X2634_2
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.04.04AR143170 = ----------Te-----oooooooCemee-Temoo A--GCT--T--CA---G--CC- ATGC- .ACTGTT... . . . . B LTI T -CT--T--G- A»»-A 5865
4.P51038 Dayl174 ——A--GCC——T T AGY - G----G- -C .. . . . . e . . TGG-GA---A--T----
6.0 1119 G-AC- TG- C-AT-G- . . . . CT-AT. G-TTG-CA-GATAT- -GG- A---A 087
7.50 1191 03 cC. . . e . --T-AT-AT-AT-G-TGG-A---A 61?0
8.M2 9803101 NFLG8 GACTT AA AT-G-...AGTAGTAATACCAATAGT. . . co..-A CTA T. -A 6169
0.DEMB10! .. AATAATAATAAT....... A
1.PCMO@1
9.C
9.CY266
4.HIV DE_BID V4131 .ACCACTGCTGCTACT.
7.PMVL_011 .ACTAATGCTACCAAC.
5.05D0_160884 -GCC-CT----G
0.DEMBIOES002
1.DEMB11FROO1 ~ -----C----------------C-CC-----T-------GG-----C----
3.03GEMZ00. -C
5.05HT 129389 —————
5.05JM K. “A-2G-T--T-CCAC-GA-GT--GGCG
2.DEMBIZJP001 TGGA- - -AC- - - -G-AG-TGG!
2.12KYY10_10742 -- -GCA------ AG----- G------
0.671_00T36 -G --GCC--T-T-AC--G-TCC-AT-
7.5022649 wg8 -CA A-GCGTCA-C
3.03PY_PSPO115
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7.AA040a WG11l
1.01TT CRC50069
4. TWCYS LM49 L I T ¥ L L T U U R LRI PPN C- T C-
1.01UAKV167 .. .AATGGTACCATTACC. ... .AGTAATAGTACCAAT. GGAA C GG- 5947
1.ES39 42 ..TCCAATAAAAATTCGAAT. ........................ TCGGAGT- GTC- CTGATGATAGTTGTATG--A 6682
2.02UY"TSU1290 .. ATAGT AATATTAATACCAATAGTAGTGGTCAGATGAGAGAAT - CCC- -AAAAT .. -AG-CTGC-GATAGTGGG-TTC-- 5923
2.02YE507 ..AGTATGAAT . AGTATTAATACCAAG. ........... -A--A---TA-T. GAGGGA--GC- - - - - GG--A-A-A 5920
1.ARG4006 C .............................. .ATT--C-A-GATACC. -TTC-TGATGACAT---G----- A 5874
7.DEMCO7BROO3 . . v -AC----CTAA-. -AC-AC-GT-GTATT-GTAA- - -A 6069
Lo A< A R R O O O I L L O et O Ol N O T S C T L TR -T-CT--C 6027
9.09YNLX133sg ... .GATAA-. -CTTGC-ATGG-ACC- TGACG»-A 5848
9.CY260 -C-GCCCC-ACT. -CT-CTG-C-GCA-T-CG-T---A 5939
FE R A it R O O I Y et < O I T TS T TP 6071
2.02ET 288 GATGCC-GT-AA-TT-TT---C-A 5924
3.03GEMZ033 ..-AT-GT-CCTCC-TAGGG-A---A 5872
8.98IS002.  ----G--G--------T-----C-C------C----A----GCT--T-T-ACC. ...ttt tttinesieeaannnsennn CTC-ATGAT-CCAT- - - TAAG- -A 6020

. .AGCAATACTACCCAG.
. .AGCACTAATGGGACA.
. | AGAAATGTTAGCAGTAGT .
. .GGAAATGGTACCAGG.

.GGGGA-GCA-AT-TT.
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C6 GT
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.08.D88 845
110 DEMF210CMO07
197.CM53657

GAA--TC- -CA 6154
C--A--AGCTCCTCCC 6025
-TC CCC GGAA--AC----G--A 5878
...... -C-CT---G-GTACAGA 6625
—ATGCC ATGCCAGTGGGATG**A 6073
-CCTGT-AT-AT-CC C--T 5925
T-CTCTG-GGAAA- AGGT A»»-A 6287
-TC-CT- GTGA--GC——-AAC--A 6178
GTGGAT-AC-GTAGCTGT-A-ATA 6753
-AT-GC-C-G- -GCCAA---A 6068
TAT-CATGTGAA- -A--G-ACA-A 5889

G-TCCTGT-A-C-TC-C--ATGGG. . | S ICCCTGGATAAC.

----- GA-A--C---A---G--C-CGG- - . . . . . T T
A—A——GGT——TTTAA CTA--C- GATGCC . . . . ... .G-GGAA-AAATA.
CCTG A GC -C-C
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V1 loop start
EAAQATTAACCCCACTCTETGJTASTTIAAAGTECACTGATTTGAAGAATGATACTAATACCAAT

AGAATGATAATGGAGAAAGSAGAG 6683

C--T---A--GCAT-TGCAA--GTA-CC-G- - -- . ..AGTACTAGTACAGGC. ... ... ...
C--T------G-A-CC--CA-AGGC--C-AA-GA. . . AATAATAGCACTGATAATAGCACT .

. .AGTAAT
. 'AGCAGC.

CCCTG-GG-T- GC*—TAA——*A 6644
--C-CTG-GGATA-CCC------ A 6110
-TC-AT---GGA----T-CAG--A 6067
-CT-GC-GTCCTTCAGC-AAT--A 5994

-C-GT--GGA- -CAGG- - -G- - 6014
GCC-GCC--GAA-G-G- - CAGA-A 6188
CCT CT--C- CTA TCCTCTT G- 5895
G-T-G-G---ACATC-GT-A-ATT 6218
T- GTG---GTAGTCCT ATATC 5996
GC--GC-AC-ATAGTCCT-A-ATC 6003
GC--CTG-G-CATCA-CT-AC
C-CTG-GG-AAGCCC--C-
-C---AGG--ATATA-C--AT--C 5901
--C--AGG--ATATA-C--AT--A 6143

GCA--GCT - -CTTAACC- AC T--A---C...
-CA--GCTG--TT-A-CCAA-CCGGA-CC
,,cc GGCT--TTGGA-AT A--CA.
--CA--GCT-—TTTGACCCA C-TA-CC..
-CA--AA-GTTCGG-CG-TC---GT--CA...TCAAGCTCT
-CAC- GCT**CTGGACC AG-C C...A
CA ACC-A-GG

CC'::TCTAACAGCAGCAATAGC -AGCACCCCT.

TCTCGCGAA

A C CA 60
-T-G-AGATGATATC-GCAAG--A 6749
-CCTGCCGTGA-AGC-TGAAG--A 6011

TCGAC-ATGA-ACCTCCA-T-G- 6608
~CG-GTGACGG-AGTG- - -T-AGA
............ -GTG-CCCCAGA 6056
--C-CTG-GGA--GCC---C---A 6085
-CCC--GAGGAA- - -CC---G-CA 6696
-C»CC---CA-»G--G--A»»-A 6?84

. . . .TCCACC....
. .GGTAACAATAGTACTAAT. .AGTACATTAGGT

-CC
C ..TACAAG

...GAGAAGAATAATACTACT.
“T-G-A--GCT--TGCCAC-G-C- - --ATGCC . . . ACTGCCAATGGC . . . . . . .
-T-A-A- CA»%-C égé»---GC GC- T---

TTAGGGAATAGCAAC.

LGCTACTAATACC. ...
GCTCCTACTACC .

ATGT--C--T- TG-
T-A--C----TGC- AC--A TTG-ATG-
-C--T-G----GCT--C-GAAC
-C--T-AGA--GCA- CCTT* fG -GCA
T--76-CT--GCT--TTTG AA GC-AT--C
T- T--CA-»GCTGCTTTGACC -GTA--T-T,
—CT**T**CA CGCC**TGT A-C--A----ATG-C
T- A-C-C--G----TCA --T--CGGCAGC-AC--CCA---C
CTCTCTGCG CAC--TT- AATAGTA CCA A-G-TCAACCC-C--G-----

c-C T--T-G GCC-GT GCCCC--AA CC--TG

CC»»C--TGGCAC CAA C G--CC...
--T--T---A--NNNNNNNNNNNN
-CC--T---A--GCC-CTTG-A---AG-CC-ATG

-TTG A G
CAC-ATGGT - CCATAGTG-
-TC-CTG-G-ATA-C----A---A 6339
-ATT-AGG- -ATATA-C--AG--A 5999
-ATGGCCC- -ATATA- C--A»»-ﬁ gggﬁ

C

AATGGTACTAGTG
ACAGTCAATGTCTC

~CCT- - -AGGAA--TCC-
..GTTC- - -AGGAA- - -CC

NN NN
. -AATGTGAA--TGTG---A-C 6199

. . . . . .. . . . ZCCC---A-GAA---CC---G-CC 6134

T--T-A---CA-C- CA--CAGA ACGGC- GT . . . . P . -CTGTT-A---- 6645
T-A--C-GCC--A-CCA--.........c.u.nn . . . . . . -TCC- -GGGAA---C----G-CA 6107
T----A-A--ACTGTC- CCAC--A GC--G--TGAA e Y. G I €] B A 6106
T--T-G---AAAA-TA-CAAT--G-GGA-ATGGC. . e . AGG --C-- T--A 5894
.ACCACA.... e ----CCA. -C-GCC-CT- GCTCTCCTAT»--- 6128

C--T---A--G-T--A-CCA---ACTCC- -AGCC.
G--CA

T--T--CA-:GCT-CTGTC-C-GACC-C-AT--A...AATAAAACT..
--CA--GC---TCTAACC-A--TA-A--CA...ACCATGAAT..

-A- ACT. ..
-CA<-GCT---TTCA-C-A- -CA--TGGAGGACCT. . . . . |
G- é»-T AAA-»G T- CCT CTg--AA -GAT-CC. . .ACCAATATC

.ACCTAT.... G-C--AGG- -ATATA-C--AT--A 5889

TC
. .GAC-CACC--ATATA-C--AT--A 5984
-ACGGT-GG-CCCTCG-T-AGA- T 5875
—GC --GGTCAG--A 6070
A- TG--AACCTT 6697
AAT--- 6705
-C--CACAC ACCCATC cc---¢
TT--ACTC A-T-C-AAG--- 6251
-C- GA--ACGAT»G G- -ACCCCT 5899
GAT-CC-GC-GTCCAG-GAACCTT gggg

ATGTA! -A-
A--CCAT--T-CAACA

-T------------T-A-----A-C-A-G--T--T-GCA--AGC- -TGGAA- - CGG- CA--AG- G-G-CAGACC-A--AGC-A--C- C 6164
-A-C-A-GC-T--TWACA- -AGC- -TGGGKT - -A-GRG- -AGT GA-T-AGAT--A-GAT-CAA-C-A 6151
CCA-GCTT--T--CA--AGC--TGGAA- -GTG- CAGAGGG AGTGGAACTAACAGTAGCAGTGAAAATGTGGCAAGGAATAGTGAGACAGGGACAACAAAT . --CC-AGACC-A--A--CA--C-A 6204
C-A-GCTT--T-AC---AGCT-TGGG- -GGAA-GG-A- - - CAAATATGACAACAAGA L . GA-CCAGAC- -A-GAT-CAA-C-A 6276
C-A-GCTT--T-ACA--AGC--TGGGA- - -G-GCAGGG- - -AGT . . -C--CC-ATA- - -C-GA-GATC-A--AG-CA--C-A 6243
C-A-G--T--T--A---AGCG-TGGG- - -GGG-CA-AT-GC. . .....vvvnn . .-CA-TA-ATAAC. -C--GT----- AC-AGTTAA-C-A 6055
C-A-GR-T--T-GC--C-GC-GC-CG-T-GACTG---T---...AACTCCTCCAGG . . GTTAATAACAGCACC. . .. ...GAC--C-C-AAC. -CC-GC-A--CCA-TCC-TT---A 6196
C-A-G--T--T-G---A-GCC-C-GG--GG---GCTGT---. ..\ttt it .. .AATAACAGTAGC. . .. .. TCCTC-GTGAAT. -KC-CCGCCGACA-TCC-TT---T 6742
AAA-G--C----G---A--C-CA-GAA---G--CA--AGGA. . . AATAATGCAACAAAAAATAATACAAGT . . . CTAGAAGATAAAATA. -A--GC-ATC- TACA GTCT---A 6799
CCC-T-CT--T-A-A--CCC-CT---AC-T-CTGC--T--C .. TCT-CTGACGATCGCTTG- - - - - C 6216
CC--GC------G-A-GGCT--CTT-AGCCAGGCA-AA--C ..CAG-CA TCTTCTCC CCTCTC--A 6744
--AA-G-CA--TG-AA--G-A-CAG-A-CA--A-CA--A-CACCACCAAC. . .AACGTCAACTAGCACAACA. . . GAACCACCAACATCAAAGACCACAGTGAAT -CGTCAGAG- -A- -AG-TTATA- - 6345
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